
 
 

 
 

ERAI ER Stress Detector HD 

(pERAI-Luc-HD, Pro. No. StDtc-2) 

Plasmid Information 

 

 

 

 

CMV IEE + chicken ß-actin promoter: 1-1715 bp. 

2xh(human)XBP1: 1751-2210 bp. 

hXBP1 intron: 1871-1896 bp and 2101-2126 bp. 

Luc (luciferase): 2211-3857 bp. 

SV40 intron and polyA signal: 3915-4170 bp. 

 

 



SEQUENCE: 

actagttattaatagtaatcaattacggggtcattagttcatagcccatatatggagttccgcgttacataacttacggtaaatg

gcccgcctggctgaccgcccaacgacccccgcccattgacgtcaataatgacgtatgttcccatagtaacgccaatagggac

tttccattgacgtcaatgggtggactatttacggtaaactgcccacttggcagtacatcaagtgtatcatatgccaagtacgcc

ccctattgacgtcaatgacggtaaatggcccgcctggcattatgcccagtacatgaccttatgggactttcctacttggcagta

catctacgtattagtcatcgctattaccatgggtcgaggtgagccccacgttctgcttcactctccccatctcccccccctccc

cacccccaattttgtatttatttattttttaattattttgtgcagcgatgggggcggggggggggggggcgcgcgccaggcgg

ggcggggcggggcgaggggcggggcggggcgaggcggagaggtgcggcggcagccaatcagagcggcgcgctccgaa

agtttccttttatggcgaggcggcggcggcggcggccctataaaaagcgaagcgcgcggcgggcgggagtcgctgcgttg

ccttcgccccgtgccccgctccgcgccgcctcgcgccgcccgccccggctctgactgaccgcgttactcccacaggtgagc

gggcgggacggcccttctcctccgggctgtaattagcgcttggtttaatgacggctcgtttcttttctgtggctgcgtgaaagc

cttaaagggctccgggagggccctttgtgcgggggggagcggctcggggggtgcgtgcgtgtgtgtgtgcgtggggagcg

ccgcgtgcggcccgcgctgcccggcggctgtgagcgctgcgggcgcggcgcggggctttgtgcgctccgcgtgtgcgcga

ggggagcgcggccgggggcggtgccccgcggtgcgggggggctgcgaggggaacaaaggctgcgtgcggggtgtgtgc

gtgggggggtgagcagggggtgtgggcgcggcggtcgggctgtaacccccccctgcacccccctccccgagttgctgagc

acggcccggcttcgggtgcggggctccgtgcggggcgtggcgcggggctcgccgtgccgggcggggggtggcggcaggt

gggggtgccgggcggggcggggccgcctcgggccggggagggctcgggggaggggcgcggcggccccggagcgccgg

cggctgtcgaggcgcggcgagccgcagccattgccttttatggtaatcgtgcgagagggcgcagggacttcctttgtcccaa

atctggcggagccgaaatctgggaggcgccgccgcaccccctctagcgggcgcgggcgaagcggtgcggcgccggcagg

aaggaaatgggcggggagggccttcgtgcgtcgccgcgccgccgtccccttctccatctccagcctcggggctgccgcag

ggggacggctgccttcgggggggacggggcagggcggggttcggcttctggcgtgtgaccggcggctctagacctctgct

aaccatgttcatgccttcttctttttcctacagctcctgggcaacgtgctggttattgtgcttgtctcatcattttggcaaagaatt

atcaagcttCCACCATGTACCCATACGACGTTCCAGATTACGCTGGCCTTGTAGTTG

AGAACCAGGAGTTAAGACAGCGCTTGGGGAAGGAAGCCCTGGTTGCTGAAG

AGGAGGCGGAAGCCAAGGGGAAAGAAGTGAGGCCAGTGGCCGGGTCTGCTG

AGTCCGCAGCACTCAGACTACGTGCACCTCTGCAGCAGGTGCAGGCCCAGTT

GTCACCCCTCCAGAACATCTCCCCAAGGATTCTGGCGGTATTGACTCTTCAGA

TTCAGGTACCGGCCTTGTAGTTGAGAACCAGGAGTTAAGACAGCGCTTGGGG

AAGGAAGCCCTGGTTGCTGAAGAGGAGGCGGAAGCCAAGGGGAAAGAAGTG

AGGCCAGTGGCCGGGTCTGCTGAGTCCGCAGCACTCAGACTACGTGCACCTCT

GCAGCAGGTGCAGGCCCAGTTGTCACCCCTCCAGAACATCTCCCCAAGGATTC

TGGCGGTATTGACTCTTCAGATTCAAGATCTGAAGACGCCAAAAACATAAAG



AAAGGCCCGGCGCCATTCTATCCGCTGGAAGATGGAACCGCTGGAGAGCA

ACTGCATAAGGCTATGAAGAGATACGCCCTGGTTCCTGGAACAATTGCTTT

TACAGATGCACATATCGAGGTGGACATCACTTACGCTGAGTACTTCGAAAT

GTCCGTTCGGTTGGCAGAAGCTATGAAACGATATGGGCTGAATACAAATCA

CAGAATCGTCGTATGCAGTGAAAACTCTCTTCAATTCTTTATGCCGGTGTTG

GGCGCGTTATTTATCGGAGTTGCAGTTGCGCCCGCGAACGACATTTATAAT

GAACGTGAATTGCTCAACAGTATGGGCATTTCGCAGCCTACCGTGGTGTTC

GTTTCCAAAAAGGGGTTGCAAAAAATTTTGAACGTGCAAAAAAAGCTCCC

AATCATCCAAAAAATTATTATCATGGATTCTAAAACGGATTACCAGGGATT

TCAGTCGATGTACACGTTCGTCACATCTCATCTACCTCCCGGTTTTAATGAA

TACGATTTTGTGCCAGAGTCCTTCGATAGGGACAAGACAATTGCACTGATC

ATGAACTCCTCTGGATCTACTGGTCTGCCTAAAGGTGTCGCTCTGCCTCATA

GAACTGCCTGCGTGAGATTCTCGCATGCCAGAGATCCTATTTTTGGCAATC

AAATCATTCCGGATACTGCGATTTTAAGTGTTGTTCCATTCCATCACGGTTT

TGGAATGTTTACTACACTCGGATATTTGATATGTGGATTTCGAGTCGTCTTA

ATGTATAGATTTGAAGAAGAGCTGTTTCTGAGGAGCCTTCAGGATTACAAG

ATTCAAAGTGCGCTGCTGGTGCCAACCCTATTCTCCTTCTTCGCCAAAAGCA

CTCTGATTGACAAATACGATTTATCTAATTTACACGAAATTGCTTCTGGTGG

CGCTCCCCTCTCTAAGGAAGTCGGGGAAGCGGTTGCCAAGAGGTTCCATCT

GCCAGGTATCAGGCAAGGATATGGGCTCACTGAGACTACATCAGCTATTCT

GATTACACCCGAGGGGGATGATAAACCGGGCGCGGTCGGTAAAGTTGTTCC

ATTTTTTGAAGCGAAGGTTGTGGATCTGGATACCGGGAAAACGCTGGGCGT

TAATCAAAGAGGCGAACTGTGTGTGAGAGGTCCTATGATTATGTCCGGTTA

TGTAAACAATCCGGAAGCGACCAACGCCTTGATTGACAAGGATGGATGGC

TACATTCTGGAGACATAGCTTACTGGGACGAAGACGAACACTTCTTCATCG

TTGACCGCCTGAAGTCTCTGATTAAGTACAAAGGCTATCAGGTGGCTCCCG

CTGAATTGGAATCCATCTTGCTCCAACACCCCAACATCTTCGACGCAGGTG

TCGCAGGTCTTCCCGACGATGACGCCGGTGAACTTCCCGCCGCCGTTGTTGT

TTTGGAGCACGGAAAGACGATGACGGAAAAAGAGATCGTGGATTACGTCG

CCAGTCAAGTAACAACCGCGAAAAAGTTGCGCGGAGGAGTTGTGTTTGTG

GACGAAGTACCGAAAGGTCTTACCGGAAAACTCGACGCAAGAAAAATCAG

AGAGATCCTCATAAAGGCCAAGAAGGGCGGAAAGATCGCCGTGGACTACA



AGGACGACGATGACAAGTAAggatcctggccagctagctaggtagctagaggatctttgtgaaggaacct

tacttctgtggtgtgacataattggacaaactacctacagagatttaaagctctaaggtaaatataaaatttttaagtgtataatg

tgttaaactactgattctaattgtttgtgtattttagattccaacctatggaactgatgaatgggagcagtggtggaatgccttta

atgaggaaaacctgttttgctcagaagaaatgccatctagtgatgatgaggctactgctgactctcaacattctactcctccaa

aaaagaagagaaaggtagaagaccccaaggactttccttcagaattgctaagttttttgagtcatgctgtgtttagtaatagaa

ctcttgcttgctttgctatttacaccacaaaggaaaaagctgcactgctatacaagaaaattatggaaaaatatttgatgtatag

tgccttgactagagatcataatcagccataccacatttgtagaggttttacttgctttaaaaaacctcccacacctccccctgaa

cctgaaacataaaatgaatgcaattgttgttgttaacttgtttattgcagcttataatggttacaaataaagcaatagcatcacaa

atttcacaaataaagcatttttttcactgcattctagttgtggtttgtccaaactcatcaatgtatcttatcatgtctggatcagctt

cagaagatgggcgagggcctccaacacagtaattttcctcccgactcttaaaatagaaaatgtcaagtcagttaaggaggaa

gtggactaactgacgcagctggccgtgcgacatcctcttttaattagttgctaggcaacgccctccagagggcgtgtggtttt

gcaagaggaagcaaaagcctctccacccaggcctagaatgtttccacccaatcattactatgacaacagctgttttttttagta

ttaagcagaggccggggacccctgggcccgcttactctggagaaaaagaagagaggcattgtagaggcttccagaggcaa

cttgtcaaaacaggactgcttctatttctgtcacactgtctggccctgtcacaaggtccagcacctccataccccctttaataa

gcagtttgggaacgggtgcgggtcttactccgcccatcccgcccctaactccgcccagttccgcccattctccgccccatgg

ctgactaattttttttatttatgcagaggccgaggccgcctcggcctctgagctattccagaagtagtgaggaggcttttttgga

ggctgcattaatgaatcggccaacgcgcggggagaggcggtttgcgtattgggcgctcttccgcttcctcgctcactgactc

gctgcgctcggtcgttcggctgcggcgagcggtatcagctcactcaaaggcggtaatacggttatccacagaatcaggggat

aacgcaggaaagaacatgtgagcaaaaggccagcaaaaggccaggaaccgtaaaaaggccgcgttgctggcgtttttccat

aggctccgcccccctgacgagcatcacaaaaatcgacgctcaagtcagaggtggcgaaacccgacaggactataaagata

ccaggcgtttccccctggaagctccctcgtgcgctctcctgttccgaccctgccgcttaccggatacctgtccgcctttctccc

ttcgggaagcgtggcgctttctcaatgctcacgctgtaggtatctcagttcggtgtaggtcgttcgctccaagctgggctgtgt

gcacgaaccccccgttcagcccgaccgctgcgccttatccggtaactatcgtcttgagtccaacccggtaagacacgactta

tcgccactggcagcagccactggtaacaggattagcagagcgaggtatgtaggcggtgctacagagttcttgaagtggtggc

ctaactacggctacactagaagaacagtatttggtatctgcgctctgctgaagccagttaccttcggaaaaagagttggtagc

tcttgatccggcaaacaaaccaccgctggtagcggtggtttttttgtttgcaagcagcagattacgcgcagaaaaaaaggatc

tcaagaagatcctttgatcttttctacggggtctgacgctcagtggaacgaaaactcacgttaagggattttggtcatgagatt

atcaaaaaggatcttcacctagatccttttaaattaaaaatgaagttttaaatcaatctaaagtatatatgagtaaacttggtctg

acagttaccaatgcttaatcagtgaggcacctatctcagcgatctgtctatttcgttcatccatagttgcctgactccccgtcgt

gtagataactacgatacgggagggcttaccatctggccccagtgctgcaatgataccgcgagacccacgctcaccggctcc

agatttatcagcaataaaccagccagccggaagggccgagcgcagaagtggtcctgcaactttatccgcctccatccagtct

attaattgttgccgggaagctagagtaagtagttcgccagttaatagtttgcgcaacgttgttgccattgctacaggcatcgtg



gtgtcacgctcgtcgtttggtatggcttcattcagctccggttcccaacgatcaaggcgagttacatgatcccccatgttgtgc

aaaaaagcggttagctccttcggtcctccgatcgttgtcagaagtaagttggccgcagtgttatcactcatggttatggcagca

ctgcataattctcttactgtcatgccatccgtaagatgcttttctgtgactggtgagtactcaaccaagtcattctgagaatagt

gtatgcggcgaccgagttgctcttgcccggcgtcaatacgggataataccgcgccacatagcagaactttaaaagtgctcat

cattggaaaacgttcttcggggcgaaaactctcaaggatcttaccgctgttgagatccagttcgatgtaacccactcgtgcac

ccaactgatcttcagcatcttttactttcaccagcgtttctgggtgagcaaaaacaggaaggcaaaatgccgcaaaaaaggga

ataagggcgacacggaaatgttgaatactcatactcttcctttttcaatattattgaagcatttatcagggttattgtctcatgag

cggatacatatttgaatgtatttagaaaaataaacaaataggggttccgcgcacatttccccgaaaagtgccacctgacgtcta

agaaaccattattatcatgacattaacctataaaaataggcgtatcacgaggccctttcgtctcgcgcgtttcggtgatgacgg

tgaaaacctctgacacatgcagctcccggagacggtcacagcttgtctgtaagcggatgccgggagcagacaagcccgtca

gggcgcgtcagcgggtgttggcgggtgtcggggctggcttaactatgcggcatcagagcagattgtactgagagtgcaccat

atgcggtgtgaaataccgcacagatgcgtaaggagaaaataccgcatcaggcgccattcgccattcaggctgcgcaactgtt

gggaagggcgatcggtgcgggcctcttcgctattacgccagcgcgttgacattgattattg// 

 

The start codon of ATG is indicated by double underline. 

Green color sequences are for YPYDVPDYA tag. 

Red color sequences are from human XBP1 gene (NOTE; ATGs are changed into AAGs). 

Underlined sequences are the intron of XBP1. 

Bold sequences are from luciferase gene of pGL3 (promega). 

Blue color sequences are for DYKDDDDK tag. 

Orange color sequences are SV40 intron and polyA signal. 

 


